A positive Envisia Genomic Classifier result may predict clinical progression In fibrotic interstitial lung disease
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PURPOSE TABLE 1. FIGURE 1. FIGURE 2.

Demographics of the subset of patients with an EGC (-) result (h=62) compared to those with Absolute change in FVC percent predicted in patients with an EGC (-) result (n=62) Absolute change in FVC percent predicted in patients with an
The Envisia Genomic Classifier (EGC) is a molecular diagnostic test that an EGC (+) result (n=73) compared to those with an EGC (+) result (n=73) with data shown as box plot. EGC (-) result (n=62) compared to those with an EGC (+) result
uses gene expression data in tissue samples obtained by transbronchial (n=73) subcategorized by pathologic diagnosis.
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METHODS Antifibrotic <0.001 0. o
Patients in the BRAVE study who underwent pathological evaluation for No/Not Reported 55 (89%) 46 (63%) EGC (-) EGC (+)
an undiagnosed ILD, had an EGC result, and had serial Forced Vital Ves 7 (11%) 27 (37%)
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analysis of change in FVC percent predicted (FVC%) in patients with an 1. Mean (SD}: n (% TABLE 3.

EGC (+) result compared to those with and EGC (-) (i.e., Envisia non-UIP) 2. Wilcoxon rank sum test; Pearson’s Chi-squared test; Fisher’s exact test Median absolute change in FVC percent predicted in EGC (+) and EGC (-) patients grouped
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« Clinical Implications: The Envisia Genomic Classifier

135 patients me’F E?” inclusion criteria. .The demographics of the cohort Mean (SD) Welch two sample t-test Pathology = Non-UIP or Non-diagnostic Envisia Result could have utility in identifying patients with IPF and

grouped by Envisia result are shown in Table 1. 73 of 135 (54%) of PF . I £bros 4 underty
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Figure 1. EGC (+) patients had a significantly lower mean baseline FVC

compared to EGC (-) patients (66.9% predicted vs. 73.4% predicted, Median (IQR Wi . _—
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